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AMENDMENTS TO THE CLAIMS 

This listing of claims will replace all prior versions, and listings, of claims 
in the application. 

Listing of the Claims 

Claim 1 (currently amended): A method for differentiating DN^ species 
originating &om ccUs of different individuals in a biologiool s am ple, the metho . 
comprising the step steps of^ 

(a) ohtaining from one of the individuals a biological samplf 
comprising the DNA species originating firom the cells of different individuals: ind 

<h) dotorminiofl opigcnotio differencog detecting a methylatif n 
difference between ^ese ^ DNA species^ 

wherein detection of the methvlation difference indicates DNA i jcdcs 
from different individuals . 

Claim 2 (currently amended): A method according to claim 1 w lerein the 
e pigenetic differeno e i g o dilT e renc e in DNA mothvlatton biological sample is a fluid or 
cellular sample or a mixture thereof . 

Claim 3 (original): A method according to claim 1 wherein the iological 
sample is plasma or serum. 

Claim 4 (original): A method according to claim 1 wherein the ' iological 
sample is blood. 

Claim 5 (original): A method according to claim I wherein one if the 
individuals is a pregnant female and the other individual is an unborn fetus. 
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Claim 6 (original): A method according to claim 1 wherein one )f the 
individuals is a transplantation recipient and the other individual is an organ do or. 

Claim 7 (original): A method according to claim 6 wherein the 
transplantation is a bone maiTDW transplantation. 

Claim 8 (currently amended): A method according to claim 1 fi 1her 
comprising the step of; 

(c) measuring concentrations the concentratjon of the DNA pecies 
having on cpigcnctic diffcrcnco > 

Claim 9 (canceled) 

Claim 10 (currently amended): A method according to claim 3 . fiirther 
comprising the step of: 

(c) adding sodium bisulfite to the biological sample or to the DNA 
species to detoot a DNA m e thylation difforonoo . 

Claim 1 1 (currently amended): A method according to claim 3 . further 
comprising the step of; 

(c) performing a methylation-specific polymerase chain reai ion te 
d e t e ct a DNA m e thylation differ e nco . 

Claim 12 (currently amended): A method according to claim +€ 1 farther 
comprising the st^ steps of 

ie\ amp lifying the DNA species to generate a PGR product; uid 
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(di sequencing DNA to dotoot a DN A m e thylation different the PGR 

product . 

Claim 13 (currently amended): A method according to claim 4^ 1 further 
comprisiiig the step of 

(c) performing primer extension to detect a DNA m e thyl atic i 

difference . 

Claim 14 (original): A method according to claim 5 wherein the 
biological sample is maternal plasma or serum. 



Claim! 6 (original); A method according to claim 15 wherein th 
concentration of fetal DNA mea$m^ is used to predict, monitor or diagnose ox 
prognosticate a disorder. 

Claim 17 (currently amended): A method according to claim 5 ' 'herein m 
epig e n e tic mark the methylation difference is associated with a fetal or matems disorder. 

Claim 18 (original): A method according to claim 17 wherein tl 3 disorder 
is a chromosomal aneuploidy. 

Claim 19 (orig^al): A method according to claim 1 8 wherein tl 3 
chromosomal aneuploidy is trisomy 21 (Down syndrome). 



Claim 15 (currently amended): A method according to claim 14 further 



comprising the step of 
£cl r. 



measuring the concentration of fetal DNA id maternal pi sma or 



senim. 
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Claim 20 (original): A method according to claim 1 7 wherein 3 disorder 
is preeclampsia. 

Claim 21 (original): A method according to claim 17 wherein tl^ ; disorder 
is an imprinting disorder. 

Claim 22 (currently amended): A method according to claim ^ 17 
wherein the disorder is Prader-Willi syndrome. 

Claim 23 (currently amended): A method according to claim 2i 17 
wherein the disorder is Angelman syndrome. 

Claim 24 (currently amended): A method according to claim 14 whearein 
an e pigonotic the methyiation difference detected in fetal cells in th e placen t a if used as a 
fetus-specific marke r in maternal plasma or Gorum . 

Claim 25 (currently amended): A method according to claim 6 1 irther 
comprising the step of; 

(c) measuring the oonc e ntratipna concentration of organ don »r and 
transplantation recipient DNA. 

Claim 26 (currently amended): A method according to claim 25 wherein 
the m e asur e m e nts concentration of organ donor and transplantation recipient D JAareis 
used to predict the clinical progress of the transplantation recipient. 

Claim 27 (currently amended): A method according to claim 1 ^ herein 
one individual of the individuals is male and the other individual is female. 
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Claim 28 (currently amended): A method according to claim 2" wherein 
the cpigenetic mark e r methylation difference is detected on an inactivated X ct omosome 
of the female individual . 

Claim 29 (currently amended): A method according to claim 21 wh^ein a 
methylated DNA sequ e nc e s sequence on the inactivated X chromosome ere is • sed to 
detect DNA originEiting from the female individual . 

Claim 30 (currently amended): A method according to claim 1 /herein 
the ^igen e tio differenc e s a^ e methvlation difference is analyzed inside cells. 

Claim 31 (currently amended): A method according to claim 3( wherein 
the opieenotio dififar e no e p or e methylation difference is analyzed using in-situ 
methylation-specific polymerase chain reaction. 



the Qpigenetio diff e renc e a ar e methylation difference is used to sort or isolate c lis from 
the individuals. 

Claim 33 (currently amended): A method according to claim 1 therein 
the opigonotic difforcnooa arc methvlation difference is used to purify DNA frc n the 
individuals. 

Claim 34 (withdrawn): A kit for differentiating DNA species o ginating 
from different individuals in a biological sample comprising one or more reag€ its for 
ascertaining the methylation status of a species of DNA. 



Claim 32 (currently amended): A method according to claim 1 



i^herein 
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Claim 35 (withdrawn): A kit according to claim 34 wherein the -eagent 
for ascertaining the methylation status of the maternal DNA is sodium bisulfite 

Claim 36 (withdrawn): A kit according to claim 34 further com rising 
one or more reagents for detecting the presence of DNA, 

Claim 37 (withdrawn): A kit according to claim 34 further com rising 
one or more reagents for amplifying the amount of DNA present in the biologit il sample. 

Claim 38 (withdrawn): A kit according to claim 34 fiirther com rising 
one or more apparatuses for obtaining a DNA sample. 



Claim 39 (new): A method according to claim 5 wherein the mt iiylation 
difference is detected in fetal cells in the placenta. 
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